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[ Abstract] ;: Objective  The cerebral injury after deep hypothermia and circulatory arrest (DHCA) is serious problem and a
few is known about its molecular mechanism. In this study, we constructed the DHCA piglet model to investigate expression profile of
miRNAs associated with DHCA brain injury. Methods Six male piglets (2.0 —2.5 kg) were randomly divided into the DHCA group
and the Sham group, hippocampus were harvested for miRNA microarray analysis. All microarray data were analyzed by Significance A-
nalysis of Microarrays (SAM) , and this result was further confirmed by qRT — PCR assay, biological information analysis to predict the
target of the panels of miRNAs, then the GO analysis to find the function of the target by MAS. Results Thirty — five miRNAs were
differentially expressed in hippocampus after DHCA procedure. Thirteen miRNAs (miR - 23a, miR —27a, miR - 182, et al) were
significantly up - regulated and twenty — two miRNAs (miR - 10b, miR —200c, miR —210, miR - 150, et al) were down — regulated
in DHCA hippocampus. Bioinformatic analysis of the predicted targets for this panel of miRNAs revealed multiple protein targets, bio-
logical processes and functions involved in pathphysiology of DHCA cerebral injury including signal transduction, transcriptional regula-
tion, apoptosis, and inflammatory. Conclusion DHCA cerebral injury involves a set of miRNAs dysregulated. MiR — 10b, miR -
200c, miR =210, miR - 150, miR -23a, et al play important role in regulate cerebral injury.
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HRTE 293T 4iffiHh miR - 10b 584 J) R E1E T
B B2 {L ERK 7KF, #2785 miR - 10b 75 RAS {5
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